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FIGURE 5 



1. Profiling Panel : Different Bindingzyme 
each well; Duplicate Plates. Lysates from 
cancer and normal cells are incubated with 
Profiling Panel to capture Phosphoproteins. 



Normal counterpart Cancer cell 




1 different 
Bindingzyme 
per well 

"Profiling Panel" 



Marked wells indicate differences between samples 



2. Identify Informative Bindingzymes : 
Using MALDI-TOF MS, well-to-well 
comparisons of captured phosphoproteins 
are done to find those Bindingzymes that 
detect a difference between samples. 
(Spectra are simplified to convey concept.) 




Normal Cell 
Profiles 



Cancer Cell 
Profiles 



No change Up-regulated Down-regulated 



3- Screening Assay is Created: 

Informative Bindingzymes are combined to 
create the Screening Assay, which can 
detect all of the differences found by the 
Profiling Panel. Numbers above each peak 
refer to the original Profiling Panel position. 
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4. Screening Plate : Different lysate, same 
Informative Bindingzymes each well; 

Lysates from cancer cells exposed 
to different compounds from a small molecule library are 
incubated with Screening Plates where each well 
contains the Screening Assay (identical set of 




7 Informative 
Bindingzymes 
per well 

"Screening Plate" 



Informative Bindingzymes). 



5. Drug Candidates are Identified: 
Eluted phosphoproteins are analyzed by 
MALDI-TOF MS. Any compound that 
changes the cancer profile toward the 
normal cell profile is a drug candidate. 



A1: normal cell lysate 



A2: Cancer cell lysate 
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A3: Cancer cell lysate 
+ small molecule#1 
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A4: Cancer cell lysate 
+ small molecule#2 
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Identify drug 

candidates 

that shift the 

cancer profile 

towards 

normal 

(as indicated) 



